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BEST AVAILABLE IMAGES 



Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPY. 

As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 
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yiaX2 MNITSNSTTKD — I PRQRWLRI I PPILITCI IS YMDRVNIAFAMPGGMDA 

prmA MQ — — — KSQPGTRWFRIIVPILIACIMSFMDRVNISFALPGGMEQ 

PE 6 MNTASVSVTQSQAIPKLRWLRIVPPILITCIISYMDRVNIAFAMPGGMDD 

PK1 MNSST N-ATKRWWYIMPIVFITYSLAYLDRANFSFASAAGITE 

prmB MNTSR — KLPVKRWWYLMPVIFITYSLAYLDRANYGFAAASGIEA 

PEI MNSST- N-ATKRWWYIMPIVFITYSLAYLDRANFSFASAAGITE 

★ ★★ * ★★ ★ ★★ ★ 

• • • • • • - • • • « • • . • ■ • m 

yiaX2 DLGISATMAGLAGGIFFIGYLFLQVPGGKIAVHGSGKKFIGWSLVAWAVI 

prmA DLLMSSQMAGWSGIFFIGYLFLQVPGGHIAVRGSGKRFIAWSLVAWAW 

PE 6 ELGITASMAGLAGGIFFIGYLFLQVPGGKLAVYGNGKKFIGWSLLAWAVI 

PK1 DLGITKGISSLLGALFFLGYFFFQIPGAIYAERRSVRKLIFICLILWGAC 

prmB DLG I S RGT S S L I GAL F FLG Y FI FQ V PGAI YAVKRS VRKL V FT S LLLWGFC 

PEI DLGITKGISSLLGALFFLGYFFFQIPGAIYAERRSVRKLIFICLILWGAC 

★ ★★★★ ★ ★ ★ ★ ★★ 

• . • • • • • • « _ • • • • • • • • • • • « • 

yiaX2 SVLT-GLITNQYQLLALRFLLGVAEGGMLPWLTMISNWFPDAERGRANA 

prmA SVAT-GFVTHQYQLLILRFALGVSEGGMLPWLTMVSNWFPEKELGRANA 

PE 6 S VLT — GLVTN Q Y QLL FLRFALGRFRSGMLRWVLTM I SNW FP DKERGRANA 

PK1 AS L DRDG AQ Y S RAGRA I R F I LGWEMVM PAML I Y I S NW FTKS ERS RANT 

prmB AA-ATGLISNIPALMVIRFVLGWEAAVMPAMLIYISNWFTRQERSRANT 

PEI ASLDRDGAQYSSAGWRSVLFSAWEAAVMPAMLIYISNWFTKSERSRANT 

•••••* ^ * ★ ★ ★ ^ 

yiaX2 IVIMFVPIAGIITAPLSGWIITVLDWRWLFIIEGLLSLWLVLWAYTIYD 

p rmA FVMMFAPLGGM I T APVS GW 1 1 ALL DWRWL FI I EGLLS VWLAVWWLMVS D 

PE 6 IVIMFVPIAGILTAPLSGWIITAWDWRMLFLVEGALSLWMVLWYFTISN 

PK1 FL I LGN P VT VLWMS WSG YL I QAFGWREMFI I EGVP AVI WAFCWWVLVKD 

prmB FLVLGNPVTVLWMSIVSGYLINAFGWREMFIFEGVPALIWAIFWWFIVRD 

PEI FLILGNPVTVLWMSWSGYLIQSFGWREMFIIEGVPAVLWAFCWWVLVKV 

* * * * ***** * 
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yiaX2 RPQEARWISEAEKRYLVETLAAEQKAIAG-TEVKNASLSAVLSDKTMWQL 

prmA RPEDARWLPAAEREYLLREMARDKAERSKLPPISHAPLQEVFHNPGLMKL 

PE 6 RPQEAKRISQAEKDYLIKTLHDEQLLIKG-KTVRNASLRRVLGDKIMWK- 

PK1 KPSQVNWLAESEKAALQEQLEREQQGIKPVRNYGEA FRSRNWLL 

prmB KPEQVSWLTETEKQQLASAMAEEQQAI PPMRNVPQA LRSRNVWL 

PEI KPSQVNWLSENEKAALQAQLESEQQGIKAVRNYGEA — : FRSRNVILL 

★ * ★ ★ 

• ••• • • • • • • . • - 

FIG.1A 




yiaX2 IALNFFYQTGIYGYTLWLPTILKELTHS-SMGQVGMLAILPYVGAIAGMF 
prmA VILNFFYQTGDYGYTLWLPTIIKNLTGA-SIGNVGLLTVLPFIATLSGIY 

PE 6 FFYQTGI YGYTLWLPTI LKGLTNG-NMEQVGMLAILPYIGAI FGML 

PK1 CMQYFAWSIGVYGFVLWLPSIIRSGGENMGMVEVGWLSSVPYLAATIAMI 
prmB CLLHALWSIGVYGFMMWMPSILRSAA-SMDIVRVGWLAAVPYLAAIITML 

PEI CMQYFAWSIGVYGFVLWLPSIIRSGGVNMGMVEVGWLSSVPYLAATIAMI 

* * * **★ * * * *■ 
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yiaX2 LFSSLSDRTGKRKLFV-CLPLIGFALCMFLSVALKNQIWLSYAALVGCGF 
p rmA WSYLS DKTGKRRQW V-M I S L FC FAAGLLAS VLLRE FVLAA YLAL VACG F 
PE 6 I ISTLS DRTGKRKVFV-ALPLACFAICMALS VLLKDHIWWS YAALVGCGV 

PK1 WSWASDKMQNRKLFVWPLLLIAVFAFIGSWAVGANLSWVSYTLLVIAGA 
prmB VISWLSDKTGLRRLFIWPLLLIASVTFFGSWLLGSYSFWFSYGLLVLAAA 

PEI WSWAS DKMQNRKLFVWPLLLIGGLAFIGSWAVGANHFWASYTLLVIANA 

★ ★* * ★ ★ ★ ★ 

• • • • • • 

yiaX2 FLQSAAGVFWTI PARLFSAEMAGGARGVINALGNLGGFCGPYAVGVLITL 
prmA FLKAATSPFWSIPGRIAPPEAAGSARGVINGLGNLGGFCGPWLVGLMIYL 
PE 6 FTQAAAGVFWTIPPKLFNAEMAGGARGVINALGNLGGFCGPYMVGVLITL 
PK1 AMYAPYGPFFAIIPEMLPRNVAGGAMALINSMGALGSFFGSWFVGYLNGT 
prmB CMYAPYGPFFALIPELLPKNVAGISIGLINCCGALGAFAGAWLVGYLNGL 

PEI AMYAPYGPFFAI I PEMLPRNVAGGAMALINSMGAXiGSFFGSWFVGYLNGT 

★ ★★ ★★ ★ ★ ★ ★ ★ * ★ 
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yiaX2 Y S KDAGVY C - LAI S LALAALMALLL P AKC DAGAAP VK — TINPHKRTA- 
prmA YGQNAAWT-LAGSLIIAGIIAALLPTQCDLRPAEARQQNFTPRIHDAK 

PE 6 FS KD VG V Y S - LAVS LAS AS VLALML PNRC DQKAGA E- 

PK1 TGS PS AS YI FMGVALFVS VWLTLI VKPA NNQKLP LGAR -HA 

prmB TGGPGASYTFMAIALLVSVGLVFFLKVP SGNLVTRRLLKGD AK 

PEI TGS PS AS YIFMGVALFAS VWLTLI VKPA NNQKLP IGAR — -HA 
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